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Autism spectrum disorder (ASD) 
Brain | prefrontal cortex (PFC) and anterior cingulate cortex (ACC)

N=31 (15-ASD, 16 controls)
snRNA-seq using the 10× Genomics 

Distributed Stochastic Neighbor Embedding (t-SNE)
Velmeshev et al. 2019. Science.

In DDA-MS (A), the survey scan (MS1) identifies the top n most prevalent
precursor ions, which are then fragmented in MS2. Conversely, in DIA-MS
(B), the survey scan offers a quick overview of the precursor ions (MS1).

Krasny & Huang. 2021. Mol. Omics.

Spatially resolved transcriptomic analysis
10× Genomics Visium glass slide

Acute Kidney Injury (AKI) in a female murine model
cortex (A), medulla (B), and glomeruli (C)

Dixon EE et al. 2022. J Am Soc Nephrol.
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Light microscopy (LM) image segmentation with three stages: First, the Euclidean
distance transform (EDT) of the initial input images is determined using the deep
distance estimator (step-1). Next, cells are detected based on the EDT prediction

using a Deep cell detector, specifically the faster R-CNN (step-2). Lastly, the
watershed algorithm is employed for the final segmentation (step-3), using the

EDT prediction and cell detection outcomes as markers.
Wang et al. 2019. Comput Biol Med.LM
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Spatial transcriptomics

snRNA-seq and dimensional reduction with t-SNE
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